Accession Number Exercise 

Learning Goals:

· Become familiar with searching using accession numbers.
· Become familiar with the information present in the NCBI protein databases.

Go to the NCBI website at www.ncbi.nlm.nih.gov

In the dropdown menu, next to the NCBI logo, select protein.
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In the search bar enter the accession number for the susC protein: NP_812613.1

You will be directed to a new page with a flat file with a header that looks something like this:

 [image: ]

Explore the file to answer the questions below.

1. How long is the protein?
1003 amino acids long


[image: ]
2. What is the academic citation (Title, Journal and Authors) associated with this 
sequence?

Xu, J., Bjursell, M.K., Himrod, J., Deng,S., Carmichael, L.K., Chiang, H.C.,      Hooper,L.V.  and Gordon, J.I. A genomic view of the human-Bacteroides
             thetaiotaomicron symbiosis. Science (2003). 299: 2074-76 
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3. Can you identify any conserved domains? (Hint: see the options on the right-hand side of the page under ‘Analyze this sequence’)

[image: ]

Conserved domains in this protein include a TonB-dependent Receptor Plug-in domain, TonB-dependent/Ligand gated channels, a TonB-linked outer membrane protein and a domain of unknown function










4. Can you view the co-ordinates of the conserved domains with reference to the entire sequence? (Hint: click the ‘Graphics’ options under the protein name)

TonB-dependent Receptor Plug Domain: 116…232
TonB-linked outer membrane protein: 29…1001
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5. What other information can you glean from this page that might be useful?  

Identify identical proteins can be identified by clicking on the “Identical Proteins” options under the protein name. Additional information on this protein product and its gene can be obtained from the options under “Related Information” on the right hand side of the page
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LOCUS NP_812613 1003 aa linear CON 27-JUL-2017
DEFINITION SusC, outer membrane protein involved in starch binding
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